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LEGRAIN Pierre

From 1981 to 1998 Pierre Legrain developed his scientific activity at the Pasteur Institute, except for a two-year postdoc stay at Brandeis University (USA). After his PhD in genetics and immunology, he focused his research on molecular and cell biology, more specifically on the splicing of nuclear pre-messenger RNAs and the export of mature mRNAs from the nucleus. Then, he worked on protein complexes, by developing a method for the exploration at a large scale of protein-protein interactions (experimental design and bioinformatics) derived from the two-hybrid assay. This methodology was successfully applied to various organisms, from the yeast Saccharomyces cerevisiae, to viruses (hepatitis C virus), bacteria (Helicobacter pylori), and higher eukaryotes such as the fruit fly, mouse and man. 
Based on this methodology, he founded in 1998 a biotech company, Hybrigenics, for which he was the scientific director until 2003. 
In September 2003, Pierre Legrain was asked to become the Director of a research Department of the Life Sciences division (DSV) of the CEA (Commissariat à l’Energie Atomique). In 2007, he then became the DSV Director, an organization with eight institutes located in France, and research activities covering a large spectrum of topics, from structural biology to neuroimaging or bioenergy.
Since September 2009, still at the CEA, Pierre Legrain works mostly for HUPO. He has been appointed project manager for the Human Proteome Project working group.

His major scientific interest still turns on system’s biology.
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